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LHARCC LNQK GT I LGLDLQN 
240 260 280 

• * • * • • 
CTGTTCTCTGGAGGACCCTGGTCCAAACTTTCATCAGGCACATACCACTGTCATCATAGA 

GACAAGAG ACCTC CTGGGACC AGGTTTGAAAGTAGTC CGTGTATGGTGACAGTAGTATCT 
CSLED PGPNFHQAHTT'VI ID 
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GCAGTGTGTTTGTGCTGATGGTTTCCATGGATACAAGTGTATGCGCCAGGGCTCOTTCTC 

CGTCACACAAACACGACTACCAAAGGTACCTATGTTCACATACGCGGTCCCGAGCAAGAG 
QC'VCADGFHGYKCMRQGSFS 
600 62.0 , - 640 
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ACTGCTTATGTTCTTCGGGATTCTGGGAGCCACCACTCTATCCGTCTCCATTCTGCTTTG 

TGACGAATAC AAGAAGC C CTAAGAC CCTCGGTGGTGAGATAGGC AGAGGTAAGACGAAAC 
LLMFFGI LGATTLSVS IL LW 
660 63^ , 700 

GGCGACCCAGCGCCGAAAAGCCAAGACTTCATGAACTACATAGGTCTTACCATTGACCTA 

CCGCTGGGTCGCGGCTITTCGGTTCTGAAGTACTTGATGTATCCAGAATGGTAACTGGAT 
ATQRRKAKTS* 
720 740 760 

AGATCAATCTGAACTATCTTAGCCCAGTCAGGGAGCTCTGCTTCCTAGAAAGGCATCTTT 

TCTAGTTAGACTTGATAGAATCGGGTCAGTC C CTCGAGACGAAGGATCTTTCCGTAGAAA 
730 800 820 

CGC C AGTGGATTCGCCTC AAGGTTGAGGC C GC C ATTGGAAG ATGAAAAATTGC ACTC C CT 

GCGGTCACCTAAGCGGAGTTCCAACTCCGGCGGTAACCTTCTACTTTTTAACGTGAGGGA 
840 860 830 
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■ Alpha, Regions - Gamier-Robson 

■ Alpha, Regions - Chou-Fasman 

■ Beta, Regions - Gamier-Robson 

■ Beta, Regions - Chou-Fasman 

■ Turn, Regions - Gamier-Robson 
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■ Coil, Regions - Gamier-Robson 

■ Hydrcphilicity Plot - Kyte-OoolitHe 



■ Hydrophobic Regions - Hopp-Woods 

■ Alpha, Amphipathic Regions - Bsenberg 

■ Beta, Amphipathic Regions - Bsenberg 

■ Flexible Regions - Karplus-Schulz 



■ Antigenic index - Jameson-Wolf 



■ Surface Probability Plot - Emini 
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AoSMC Ala mar Blue Proliferation Assay 
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